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S0 T et
574 (Official Full Name) VARAL - 7r% 772y arEs gz | FW RV
7" 94%= | 7" 4%
actin, beta Rat ACTB(F+R) NM_ 031144 200 62.1 62.2
glyceraldehyde-3-phosphate Rat_ GAPDH(F+R) |  NM_017008 241 | 620 | 622
dehydrogenase
}fypoxanthme phosphoribosyltransferase | p. gprI(R4R) | NM_012583 208 | 614 | 619
(I-2. #—5'y NI F 774 ~<—DIFR )
181 Tm fE
BEF4 (Official Full Name) F VR T IRy a B gqx | FW RV
7 4= | 7 Mz

adiponectin, C1Q and collagen domain | p .\ ApPOQER) | NM_144744 192 60.3 | 586
containing
adrenergic, beta-3-, receptor Rat_ADRB3(F+R) NM_013108 200 62.1 62.3
CCAAT/enhancer  binding  protein
(C/EBP), alpha Rat_ CEBPA(F+R) NM_012524 186 62.7 61.9
CCAAT/enhancer  binding  protein
(C/EBP), beta Rat_ CEBPB(F+R) NM_024125 195 58.4 59.6
CCAAT/enhancer  binding  protein
(C/EBP), delta Rat_CEBPD(F+R) NM 013154 216 57.5 57.8
fatty acid binding protein 4, adipocyte Rat_FABP4(F+R) NM_053365 204 59.2 59.7
interleukin 10 Rat_IL10(F+R) NM_012854 220 58.4 59.9
interleukin 1 beta Rat_IL1B(F+R) NM. 031512 209 60.7 60.1
interleukin 6 Rat_IL6(F+R) NM_012589 209 59.8 59.3
insulin receptor Rat_INSR(F+R) NM_017071 194 61.5 61.8
insulin receptor substrate 1 Rat_IRS1(F+R) NM._012969 219 59.8 59.3
insulin receptor substrate 2 Rat_IRS2(F+R) NM 001168633 182 58.6 58.3
leptin Rat LEP(F+R) NM_013076 204 57.6 57.9
chemokine (C-C motif) ligand 2 Rat_ MCP1(F+R) NM_031530 204 61.4 62.2
serine (or cysteine) peptidase inhibitor, Rat PAT1(F+R) NM. 012620 205 62.1 618
clade E, member 1
perilipin 1 Rat_PLIN(F+R) NM_013094 207 61.7 61.4
peroxisome  proliferator  activated | p. ppARG(RIR) | NM_013124 205 | 621 | 617
receptor gamma
retinol binding protein 4, plasma Rat_RBP4(F+R) NM_013162 218 58.0 58.6
resistin Rat_ RETN(F+R) NM_144741 180 60.4 61.5
solute — carrier family 2 (facilitated | p o oy cony(piR) | NM 138827 183 | 604 | 604
glucose transporter), member 1
solute ~ carrier family 2 (facilitated | p o oy consmiR) | NM 012751 181 | 597 | 60.0
glucose transporter), member 4
tumor necrosis factor (TNF superfamily, Rat. TNF(F+R) NM. 012675 219 588 578
member 2)
uncoupling protein 1 (mitochondrial, | p (0py(p4R) NM_012682 238 | 604 | 619
proton carrier)
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uncoupling  protein 2 (mitochondrial, | p._. {jepo(F4R) NM 019354 188 | 617 | 625
proton carrier)

uncoupling  protein 3 (mitochondrial, | p.. (jep3(F4R) NM 013167 193 | 605 | 601

proton carrier)
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1. BBIEFTIFA ~—DOTHITHE L TR Fa—T DEINE L TWDEERH Y £T0 T, BET LIS
L L CRISEE LTLEEN,

2. ZTHHADY 7H A 2 PCR B DRSS MR O b, FEBRO BN LT IREEC /25 X DI GREK
FIILTE RNy 7 7—72 ) & FRORITHE- THINL, L T 720,

Y77 VORBIRTF S TA ~— DS Z—5y VBT T T4~ —D%E
(1000 pmole each/F=.—7) (500 pmole each/F = —7)
g TTA v —DIKIRE TR TTA = —DRIRE
50 pLL 20uM each 25 pLu 20 UM each
100 pLL 10pM each 50 pL 10pM each
200 pLL 5uM each 100 pL 5uM each
1000 pL 1uM each 500 pLL 1puM each
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720 ET,
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