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[ Real Time PCR Primer Set For Adipose (Mouse), %% : PCRM2 ]
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Slc2a4 (3114 Glut-4)
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B4 (Official Full Name) VANIZ -7 A TI7eyaBHs YA X Fw RV
7 747 | 7 4=
actin, beta Mouse ACTB(F+R) NM_007393 200 62.1 62.2
glyceraldehyde-3-phosphate Mouse GAPDH(F+R) | NM._008084 241 | 620 | 622
dehydrogenase
hypoxanthine guanine phosphoribosyl |y HpRTI(F4R) NM_013556 195 | 620 | 615
transferase
(O-2. ¥—5'y MBI T T T4 ~—DFFHR )
41 CATE
B4 (Official Full Name) A% -7 A T7eyia B $A R FwW RV
7 G4 | T 4=

adiponectin, C1Q —and collagen |y o ADIPOQERHR) NM._009605 203 | 610 | 598
domain containing
adrenergic receptor,beta 3 Mouse ADRB3(F+R) NM. 013462 202 62.2 62.0
CCAAT/enhancer binding protein
(C/EBP), alpha Mouse CEBPA(F+R) NM_007678 186 62.7 61.9
CCAAT/enhancer binding protein
(C/EBP), beta Mouse CEBPB(F+R) NM_009883 195 58.4 59.6
CCAAT/enhancer binding protein
(C/EBP), delta Mouse_CEBPD(F+R) NM._007679 216 57.5 57.8
fatty acid binding  protein 4, |\ PABPAF4R) NM 024406 194 | 593 | 599
adipocyte
interleukin 10 Mouse IL10(F+R) NM 010548 189 61.3 61.2
interleukin 1 beta Mouse IL1B(F+R) NM._ 008361 208 58.1 60.4
interleukin 6 Mouse IL6(F+R) NM 031168 219 57.0 56.7
insulin receptor Mouse INSR(F+R) NM_010568 194 61.5 61.8
insulin receptor substrate 1 Mouse IRS1(F+R) NM._010570 208 58.7 579
insulin receptor substrate 2 Mouse IRS2(F+R) NM_ 001081212 195 59.6 60.5
leptin Mouse LEP(F+R) NM_008493 204 57.6 579
chemokine (C-C motif) ligand 2 Mouse_MCP1(F+R) NM_011333 200 61.3 62.5
serine (or cysteine) peptidase
inhibitor, clade E, member 1 Mouse PAI1(F+R) NM_008871 201 62.1 61.0
perilipin 1 Mouse_PLIN(F+R) NM_175640 203 62.7 62.3
peroxisome  proliferator activated |y o pPARG(+R) NM._011146 205 | 621 | 617
receptor gamma
retinol binding protein 4, plasma Mouse_RBP4(F+R) NM_011255 218 58.0 58.6
resistin Mouse RETN(F+R) NM_022984 192 58.1 575
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solute carrier family 2 (acilitated | \po 0 of coA1(F4R) NM_ 011400 183 | 604 | 604
glucose transporter), member 1
solute carrier family 2 (acilitated | \po 0 of CoAs(F4R) NM._ 009204 181 | 597 | 600
glucose transporter), member 4
tumor necrosis factor Mouse TNF(F+R) NM._013693 212 58.8 57.8
uncoupling protein 1 (mitochondrial, | \ro oo 7op1(F+R) NM._009463 238 | 604 | 619
proton carrier)
uncoupling protein 2 (mitochondrial, | \ro oo yopa(F+R) NM_011671 188 | 617 | 625
proton carrier)
uncoupling protein 3 (mitochondrial, Mouse_UCP3(F+R) NM_009464 193 | 605 | 60.1
proton carrier)
peroxisome proliferative activated
receptor, gamma, coactivator 1 alpha Mouse_PGC1A(F+R) NM._008904 198 62.2 62.1
lipase, hormone sensitive Mouse LIPE(F+R) NM 001039507 209 61.0 61.8
hydroxysteroid 1beta | 1 ce HSD1IBL(F+R) | NM 001044751 | 196 | 619 | 619
dehydrogenase 1
PR domain containing 16 Mouse PRDM16(F+R) NM 001177995 210 61.5 62.5
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100 pLL 10pM each
200 pL 5uM each
1000 pL 1M each

3. WAREIT ACTRAE LT &,

(II-2. BIFTT7A ~—0D KERMEZONT )

2—5y NEIGF T T4 ~—DiEa
(500 pmole each/F =~ —7)

TR TTA = — DRI
25 pLu 20 UM each
50 pL 10pM each
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